Chromosome maps depicting HP1-demaracted heterochromatin over all 14 chromosomes of schizont stages from P. falciparum (3D7), P. vivax, P. knowlesi (A1-C.1), P. chabaudi, P. berghei and P. yoelii. Log2-transformed HP1-ChIP/Input ratios were calculated in 1000 bp windows. Regions with low mappability are highlighted by grey bars. Chromosome maps depicting HP1-demaracted heterochromatin on all 14 chromosomes in P. knowlesi (A1-C.1). Log2-transformed HP1-ChIP/Input ratios were calculated in 1000 bp windows. Coding sequences of kir/kir-like genes and SICAvar genes are depicted in blue and orange, respectively. 100 bp windows containing three or more interstitial telomere repeat sequences (ITSs) are marked in red. Regions with low mappability are highlighted by grey bars. Figure S4 . Strain-specific differences in heterochromatin organization in syntenic regions of the genome (related to Figure 4 and Table S4 ). (A) Log2-transformed PfHP1-ChIP/Input ratio tracks generated from P. falciparum Pf2004 and 3D7 schizont stage parasites. The upper tracks were generated by mapping 3D7 (green) and Pf2004 (blue) ChIP-seq reads against the 3D7 reference genome (PlasmoDB v26). The Pf2004 ChIP-seq data were also mapped against the matching P. falciparum Pf2004 genome (lower tracks). Syntenic regions are marked in grey and regions with changing PfHP1 occupancy within these regions are framed. Coding sequences are shown as blue (sense strand) and red (antisense strand) boxes. Table S6 ). (A) Log2-transformed PfHP1-ChIP/Input ratio tracks generated from P. falciparum Pf2004 schizonts and stage II/III and IV/V gametocytes. ChIP-seq reads were aligned against the Pf2004 genome and depicted as in Figure 6A . Genes involved in knob formation (orange) and early gametocyte markers (purple) are highlighted and their Pf2004 Gene IDs are shown. Coding sequences are shown as blue (sense strand) and red (antisense strand) boxes. (B) Log2-transformed PfHP1-ChIP/Input ratio tracks from different P. falciparum life cycle stages mapped against the 3D7 reference genome. The heterochromatic domains on chromosome 2 and zoom-in views of the proximal and distal ends of chromosome 10 and 11, respectively, are depicted as representative examples. PfHP1-ChIP/Input ratio tracks of Pf2004 schizonts, stage II/III and IV/V gametocytes are depicted in blue. H3K9me3-ChIP/Input ratio tracks of midgut oocysts and salivary gland sporozoites from P. falciparum field isolates (Gomez-Diaz et al., 2017) are depicted in brown. Genes differentially marked in sporozoites compared to gametocytes are highlighted in pink (the corresponding Gene IDs are listed below the tracks).
